Combined Assessment of Genetic Variability in Populations of Brown Trout (Salmo trutta L.) Based on Allozymes, Microsatellites, and RAPD Markers.
: Genetic variability within and among four Spanish natural populations of Salmo trutta L. was evaluated on the basis of 25 enzyme loci, 3 microsatellite loci, and 9 randomly amplified polymorphic DNAs (RAPDs). A total of 21 allelic markers were found, 12 of which were reported by microsatellites, whereas enzyme and RAPD accounted only for 6 and 3, respectively. Genetic variation within samples was significantly higher for microsatellites and RAPD than for enzyme loci. Although all methods reported a high degree of allelic heterogeneity among samples, also revealing a high degree of gene diversity, genetic relationships depicted by UPGMA dendrograms closely agreed for all kinds of data. Microsatellite loci appeared to be the most feasible technique when searching for specific alleles for a population or an area, owing to the higher number of allelic variants found.